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HIGHEST DEGREE EARNED
Ph. D.

AREA OF SPECIALIZATION
Entomology, genomics, fruit flies

EDUCATIONAL EXPERIENCE
Ph.D. in Biology, Washington University, St. Louis, MO, 1984
B.A. in Biological Sciences, University of Chicago, 1976

PREVIOUS EXPERIENCE IN DOCTORAL EDUCATION
FACULTY APPOINTMENTS

Adjunct Appointments

Yale (1986-1999)

Columbia (1997-Present)

New York Univerity (1995-Present)

CUNY (2000-Present)

University of Connecticut (1999-2004)

Cornell (1997-2001)

COURSES TAUGHT

Evolution (co-professor), Richard Gilder Graduate School, 2009-present

Molecular and Genome Evolution, Richard Gilder Graduate School, AY: 2009-2010
(Spring) & AY: 2011-2012 (Fall)

Phylogenomics, Columbia Univeristy E3B program (Spring 2011)

Introduction to Biology, Undergraduate level, New York University, AY: 2004-2005
Molecular Mechanisms- Animals, Graduate level, New York University, AY: 2004-2005
Bioinformatics, Graduate level, New York University, AY: 2004-2005

Introduction to Evolution, Graduate level, New York University, AY: 2004-2005
Evolution, Graduate level, Columbia University, AY: 2004-2005

Evolution and Journalism, Graduate level, Columbia University, AY: 2004-2005

GRADUATE COMMITTEES

Over 100 in 17 years and 50 the past 10, including:
Zach Baldwin, Richard Gilder Graduate School
Ed Stanley, Richard Gilder Graduate School
Sebastian Kvist, Richard Gilder Graduate School
Alejandro Grajales, Richard Gilder Graduate School
Dawn Roje, Richard Gilder Graduate School



GRADUATE ADVISEES

Eric Stiner (CUNY)

Mike Friedman (CUNY)

Samuel Crane (CUNY)

Anthony Deo (NYU)*

Chanda Bennet (Columbia University)*
Francisca Almeida (NYU)*

Kurt Lineau (NYU)*

Ryan Kelly (Columbia)*

Al Phillips (Columbia)

Mike Rusello (Columbia University)*
Chelsea Specht (New York University)*
Evon Hekalla (Columbia University)*
Mike Yudell (City Univerity NY)*
Rocco Rorandelli (NYU)*

Martine Zilversmit (NYU)*

Paul Planet(Columbia University)*
Indra Neil Sarkar (Columbia University)*
Eugenia Narro (Columbia University)*
Julian Stark (New York University)*
Celeste Durando (City Univerity NY)*
Valerie Schawaroch (City Univerity NY)*
James Bonacum (Yale University)*
James Remsen (New York University)*
Yael Wyner (New York University)*
Mary Egan (Fordham University)*
Phaedra Doukakis (Yale University)*
Paul Goldstein (University of Connecticut)*
Joe Thornton (Columbia University)*
John Gatesy (Yale University)*

Robin Absher (Yael University)*
Charles Wray (Yale University)*

Ranhy Bang (Cornell University)*
Richard Baker (Yale University)*
Howard Rosenbaum (Yale University)*

*=received degree

RESEARCH GRANT SUPPORT
FEDERAL SOURCES

CUNY teaching fellow

CUNY teaching fellow
CUNY/NSF teaching fellow

NSF funded

Columbia University funded

NYU teaching fellow

NIH graduate fellow

NSF funded

AMNH fellow

WCS DIG / CERC funded

NSF funded

EPA Fellow

CU School of Public Health funded

NYU funded

NYU funded

Columbia University funded

Columbia University funded

NSF funded

NYU funded

NSF funded/ AMNH Fellow

NSF DIG / AMNH Fellow

AMNH Fellow

NSF DIG / NYU funded

NSF DIG / NYU funded

Fordham University funded

EPA Fellow

EPA Fellow

NSF DIG / CERC funded

NSF DIG / NSF funded

NSF DIG / Yale funded

NASA fellow

Cornell funded / AMNH fellow

NSF DIG / AMNH fellow

WCS / CBC DIG / AMNH funding

NSF Virtual Plant Genome Program (renewal) (2010-2014); (Co-PI Gloria

Corruzi)

NSF 2010 Plant Genome (2008-2010); (Co-PI Mike Peruginan; Richard Bonneau)



National Science Foundation, Dissertation Research: The Use of Cladistic Techniques to
Identify the Genetic Determinants of Phenotypes, July 1, 2005-December 31,
2006.

National Science Foundation, VCA: Virtual Center for Plant Evolutionary Genomics,
October 1, 2004-September 30, 2009.

National Institutes of Health, Supplement: Genetic Transfer in the Evolution of Infectious
Disease, September 1, 2004-January 31, 2006.

National Science Foundation, Dissertation Research: Connectivity and Intra-Population
Structure of Western South Atlantic Green Sea Turtle (Chelonia mydas) Foraging
Populations, July 15, 2004-June 30, 2005.

National Science Foundation, Collaborative Research: Assembling the Tree of Life: An
Integrated Approach to the Origin and Diversification of Protostomes, January 1,
2004-December 31, 2005.

National Science Foundation, Integrative Studies of Wolbachia-Eukaryotic Interactions:
Genomes to Communities and Back, September 1, 2003- August 31, 2005.
National Institutes of Health, Supplement: Genetic Transfer in the Evolution of Infectious

Disease, February 1, 2003-January 31, 2006.

National Science Foundation, UMEB: Introducing Students to Conservation Genetics and
Environmental Science: A Collaboration Among St. Francis College, Medgar
Evers College and American Museum of Natural History, September 1, 2002-
August 31, 2006.

National Institutes of Health, Genetic Transfer in the Evolution of Infectious Disease, co-
PI, Robert DeSalle, February 1, 2002-January 31, 2006.

National Science Foundation, High Throughput Sequencing and the Phylogeny of Family
Drosophilidae, February 1, 2002- January 31, 2006.

National Science Foundation, Megafaunal Mammal Genetics and Extinction Dynamics in
the Late Pleistocene: Testing the Hyperdisease Hypothesis, September 1, 2001-
August 31, 2006.

NON-FEDERAL SOURCES
Richard Lounsberry Foundation, Evaluating DNA Barcoding, $325,000, 2004-2006.
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Sister hypothesis: parallel evolution of a nervous system may have been a simple
step. Commun Integr Biol 2(5):1-3.

Barral PM, Sarkar D, Su ZZ, Barber GN, DeSalle R, Racaniello VR, Fisher PB. 2009.
Functions of the cytoplasmic RNA sensors RIG-I and MDA-5: key regulators of
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